-(M‘u' (S0 sevsee f‘ﬁ ‘Y. j‘ J”f ﬂﬁ- )

oy0i ) 1039 5 9 Sos IS Pl 0 y05 | i oS O Hlie fe W OlE 9 Hea>
1710 3 5 sl Crlose! o0 | ip 5 Oleo Slocief 005 10 13385
19)la0 plu

1ol g &1y1 Sloj Jou>

o | cele &b o) | eole
(ologe) e Sl Syl | @y 41! S| ad
ol 5 55> GenBank, NCBI, EMBL ' ALY BN RUTE o B
= |
Ciatal Biological and molecular Database ol el "l
o3l ) 553 BLAST, Alignment \r-1o *Y/7IYA Suya=| T
298l 30 Phylogeny LT VAN gypins | ¥
PPl Substitution Matrix w10 YA Sopa= | 0
)9 8b 5> Gene prediction 10 R AL Syl 7
odlj S, S5 Data mining and drug discovery Ww-o YIANF Sopa=| ¥
adlj (5, 550 Swiss data bank r-10 Y/A/YY RITW-n A
olj S, 5 Case studies =10 REFAAT Sopa= | A
Exam
alos b Py bl Ol &6 Sals b Py Obe Olxial &0
l 74




